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MTIGEMLRSFLTKLEWFSTLFPRIPVPVQKNIDQQIKTRPRKI 
KKDGKEGAEEIDRHVERRRSRSPRRSLSPRRSPRRSRSRSHH 
REGHGSSS FDRELEREKERQ.RLEREAKEREKERRRS RS IDRG 



RDJtD YDKERGNEREKERERSRERSKEQRSRGE VEEKKHKED 
KDDRRHRDDKRDSKKEKKHSRSRSRERKHRSRSRSRNAGKR 
SRSRSKEKSSKHKNESKEKSNKRSRSGSQGRTDS VEKSKKR 
EHSPSKEKSRKRSRSKERSHKRDHSD SKDQ SDKHDRRRS QSI 
EQESQEKQHKNKDETV Stop 
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Figure 2 



ACGCGGGGTTTCCAATTATTTGTTCATTTATTTATTTTCTACATAACTAAATTAGAAACCTCACTGCTTCAT 

GGCAGTTGGTTTGCTATTGCTTCCAGTTTTATTAGGGCTTCATTTTATATTAGAGCTGTTAAAAGATAACCT 

TTAGACAGGAATTATCTAAAGTAGACATTT TAT AT TAGAGCTGTT AAAAGAT AACCTT TAGACAGGAAT TAT 

CTAAAGTAGATCATATGTAGCTAGGTTATGGTGCAAGGTGTATGATGTGTGCAAATATGTCCACAGAAATAA 

ATACATAGTAGGTATGTGGAATGTAAATTTAAGTCAATCGTTCCGCATAGTTTAGAAATGTAAGGGGCTTTT 

TCATATTGTTAACTGAGTGAGATCAGTTCCCTTTATGCCTGTGAGGCTGCAGGGTTTGTTCTCACTTGCATG 

CACACACTAAGCCCAAATATTTCTGTTCATTCATTGTCAGATCAGGATATGAAAATAAAATTTTTCTGTTAG 

T T TTT T T TGTAT T GAGAT TCCAAAGATGGTAATATTT TTATAAT AT TCATGT ATATATGGAAATACTTT TTT 

TGACGGCTAGGGTATCTTTTGTGTTTCTGTAGGACCTAGATGTGAAGGCTGGTGGAGGCTGTGTA 

ATGA CCATTGGAGAAATGCTACGATCTTTTCTCACAAAACTGGAGTGGTTTTCTACCTTGTTTCCAAGAATT 

CCAG TTC CAGTTCAAAAGAATAT TGAT CAACAGATTAAAACCCGACCT AGAAAAATCAAGAAAGAT GGGAAG 

GAAGGTGCTGAGGAAATAGACAGACATGTTGAACGCAGACGTTCAAGGTCTCCAAGGAGATCTCTGAGTCCA 

CGjGAGQTCCCC^GAAGGTC^ 

G^TTAGAAAGAGAGA^ 

CGGCG^^GATCCCGAAGTATTGACCGGGGGTTAGAACGCAGGCGCAGC^GAAGTAGGGTiAAGGCATAGAAGT 
CGCAGTCGAAGTCGT GATAGGAAAGGGGATAGAAGG GACAGGGATCGAGAAAGAGAGAAAGAAAAT GAGAGA 
GG T AGAAGACGAGAT CGT GACT ATGATAAGGAAAGAGGAAATGAACGAGAAAAAGAGAGAGAGCGATCAAGA 
GAAAGGTCCAAGGAACAGAGAAGTAGGGGAGAGGTAGAAGAGAAGAAACATAAAGAAGACAAAGATGATAGG- 
CGGCACAGAGATGACAAAAGAGATTCCAAGAAAGAGAAAAAAC^C^GTAGAAGCAGAAGC^GAGAAAGGA^ 
CACAGAAGT AGGAG T CGAAG TAGAAATGCAGGGAAACGAAG TAGAAGTAGAAGCAAAGAGAAAT CAAGTAAA 
CATAAAAAT GAAAGTAAAGAAAAATCAAATAAACGAAGTC GAAGTGGCAGTCAAGGAAGAACT GACAGT GTT 
GAAAAATCAAAAAAACGGGAACATAGTCCCAGCAAAGAAAAATCTAGAAAGCGTAGTAGAAGCAAAGAACGT 
TCCCACAAACGAGATCACAGTGATAGTAAGGACCAGTCAGACAAACATGATCGTCGAAGGAGCCAAAGTATA 
GAACAAGAGAGC CAAGAAAAACAGCATAAAAACAAAGAT GAGACT GTG 

TGAA AATATTTTGTAAAAGTGGATCACATTGAATCCTATAAATGATTAAATCTGCTTTTTTCCCCCACGTTG 
AGATTGTGCAGTAGTTCGCACTCCTCAAGCTCTCCCTGTAGGCTGCATTTTCATTTCCTCTTTCGTGTAGGG 
AAGTGCCTTTGTAATTCCATTTATTGCATTGGTGTTTTCACCCAATTGTTAAGTTTGATACATGATGCACAG 
ATTGTTCTTGCATTTTTATTGTTTGTTTTTGAAATGTACAGTCTGTACATATGTCCTGAAAATGTTTTAATT 
CCT T T GGCAT GGT TACCATGTTGGT TAAATTT GTATAAGG CAATAAACT G CCACTAATCCNAAAAAAAAAAA 

AAAAAAAAAAAAAA 



Start codon (ATG) and stop codon (TGA) underlined 
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